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a. Response is timely . 

A response to the Notice of Drawing Inconsistency with Specification, mailed . * 

May 8, 2007, is due on June 8, 2007. This response was filed before this date and is therefore 
timely. 

b. Fees. 

The applicants do not believe that any fees arc due. However^ please charge any 
fees required or credit any fees overpaid to Deposit Account No. 50-0244. 

c. ^QAdmgnlg tp the gpecification. 

Without prejudice or disclaimer, the specification was amended by replacing the 
the scctiot) titled Brief Description of Drawing starting at page 9, line 1 2 and ending at page 10, 
line 33, with the amended section shown below: 

BRIEF DESCRIPTTON OF DRAWINGS 
The present invention will be further understood fiom the following description 
with reference to the drawings, in which: 

Figure 1 shows a partial restriction map of the M. catarrhal is strain M35 tbpB 

gene; 

Figure 2 shows the nucleotide sequence of the tbpB gene (SEQ ID NO: 1) and 
deduced amino acid sequence of the Tbp2 protein of M catarrhaluf strain M35 (SEQ ID 
NO: 2); 

Figure 3 shows a partial restriction inap of the tbpB gene forM catarrhalLs strain 

3; 

Figure 4 shows die nucleotide sequence of (bpB gene (SEQ ID NO: 3) and the 
deduced amino acid sequence of the Tbp2 protein of 3/. caiatrhalls strain 3 (SEQ ID NO: 
4); 

Figure 5 shows a partial restriction map of the tbpB genes for M, catarrhalis 
strain LESl; 

Figure 6 shows the nucleotide sequence of the thpB gene (SEQ ID NO: 5) and 
deduced amino acid sequence of the Tbp2 catarrhalis strain LESl (SEQ ID NO; 6); 
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Figure 7 shows an alignment of the Tbp2 proteins from strains 4223 (SEQ ID 
NO: 7) , Rl (SEQ ID NO: 8) , M35 (SEQ ID NO: 2), LESl (SEQ ID NO: 6), Q8 (SEQ 
ID NO: 9) and 3 (SEQ ID NO; 4), Dots indicate identical residues and spaces have been 
introduced to maximize the sequence alignment. Underlining indicates those sequences 
conserved amongst the M. catarrhalis Tbp2 proteins and those from A. 
pJeuropneumoniae^H. influenzae, N. gonorrhoeae, N. meningitidis and P. haemofytica 
(SEQ ID NOS: 7, 8 and 9 are disclosed in WO 97/32380); 

Figure 8 shows the nucleotide and deduced amino acid sequences of the M. 
catarrhalis strain 4223 tbpA - orft - tbpB gene locus (SEQ ID NO: 1 0 - eutire gene locus; 
SEQ ID NO; 1 1 - tbpA coding sequence; SEQ ID NO: 12 - deduced amino acid sequence 
of TbpA; SEQ ID NO: 13 - orJ3 coding sequence; SEQ ID NO: 14 - deduced amino acid 
sequence of 0RF3; SEQ ID NO: 15 - tbpB coding sequence; SEQ ID NO: 7 - deduced 
amino acid sequence of Tbp2); and 

Figure 9 shows an alignment of tlie ORF3 proteins ftumM catarrhalis strains 
4223 (SEQ ID NO: 14) and Q8 (SEQ ID NO: 16), Dots indicate identical residuest . 

Figur e 10 phows a r e striction map of clone LEM3 - 2 4 the construction of which is 
described in WO 97/323 8 0 (ATCC d e posit No. 97,3 8 1 - dopositod Decemb e r 4 , 1995) 
ohowing the location of the orft gen e in addition to tho tbpA and tbpB gen e s of M. 
catan-halis strain 1223 (of. Figure 2 of WQ 96/32380); and 

Figaro 1 1 shows a r e striction map of clon e SLRD A th e construction of which ia 
dcDcribcd in WO 97/32380 (ATCC dopoisit Noi 97,3 8 1 deposited December 4, 1995), 
showing th e locations of tho o f f3 gene in addition to the tbpA and ibpB gen e s of M. 
oatuwhalis oirom Q 8 . 

Without prejudice or disclaimer, the specification was amended by replacing the 
paragraph starting at page 32, line 5 with the following rewritten paragraph: 

The intergenie region was sequenced for strains 4223 and Q8 and a single open reading 
fi'ame was identified. This orf, identified as orfSy was located about 1 kb downstream of 
tbpA and about 273 bp upstream of tbpB in each genome (Figure 10 - strain 4 223; Figure 
44 — strain Q8) . The nucleotide and deduced anaino acid sequences of the entire 4223 
tbpA - orB - tbpB gene loci are shown in Figure 8. The encoded 4223 and Q8 0RF3 
proteins are 98% identical, 512 amino acid proteins, of molecular weight 58.1 kDa and 
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57.9 kDa, lespectively . The alignment of the 0RF3 protein sequences is shown in Figure 
9. 

No new matter was added by the above amendments, 

2. Arguments . 

According to the Notice of Drawing inconsistency with Specification, mailed May 8, 
2007, figures 10 and 1 1 are listed in the Brief Description of the Drawings in the specification 
but not contained in the Drawings. 

The applicant have amended the section titled "Brief Description of Drawings" to rernove 
the figure descriptions for Figure 1 0 and 1 1 . The applicants also amended the paragraph starting 
at page 32, line 5 of the instant application to remove the language, "(figure 10 - strain 4223; 
Figure 11 - strain Q8)" from Example 6. With these amendments, the inconsistency between the 
"Brief Description of the Drawings" section (aiid Example 6) and the Drawing is removed. 

3, CottclusioDS . 

The amendments, remarks and arguments submitted herein are intended to be fully 
responsive to the outstanding Notice of Drawing Inconsistency with Specification, to advance the 
prosecution of the present invention, and to place the application in condition for allowance. 

The applicants respectfully request consideration and entry of this paper. The applicants 
also respectfully request reconsideration of this apphcalioi), as amended, and issuance of a U.S. 
patent in this case. Should the Examiner have any questions concerning this application, he is 
invited to contact the undersigned at (570) 839-5537, 



Respectfully submitted. 





Robert Yoshida 
Reg. No. 54,941 



Sanofi Pasteur Inc. 

Intellectual Property - Knerr Building 
One Discovery Drive 
Swiftwater, PA 1 8370 
Telephone: (570) 839-5537 
Facsimile: (570) 895-2702 
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